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OMIM Expanded PPl database of human disease-causing genes
5444 genes linked with 8839 LTR loci
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Transcription factors PPl database
34 genes linked with 88 LTR loci

Transcription factors PPl database
5444 genes linked with 8839 LTR loci
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Transcription Factor PPl database
5444 genes linked with 8839 LTR loci

Scatter plot visualization for Transcription_Factor_PPls.
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Transcription Factor PPl database
34 genes linked with 88 LTR loci

Scatter plot visualization for Transcription_Factor_PPlIs.
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PPl Hub Proteins database PPl Hub Proteins database
5444 genes linked with 8839 LTR loci 34 genes linked with 88 LTR loci
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Hub Proteins PPl database Hub Proteins PPl database
5444 genes linked with 8839 LTR loci 34 genes linked with 88 LTR loci

Scatter plot visualization for PPI_Hub_Proteins. Scatter plot visualization for PPI_Hub_Proteins.
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DisGeNET database of human diseases Enriched Terms
5444 genes linked with 8839 LTR loci
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DisGeNET database of human diseases Enriched Terms
34 genes linked with 88 LTR loci

DisGeNET

0 2 4 6 8 10 12 14
—logio(p-value)

Top 10 of 1387 significantly enriched records

PPPICA
PTPNI13
PTPRK
PTPRU

Input Genes

Top 30 of 1387 significantly enriched records



H DisGeNET database of human diseases DisGeNET database of human diseases

5444 genes linked with 8839 LTR loci 34 genes linked with 88 LTR loci

Scatter plot visualization for DisGeNET. Scatter plot visualization for DisGeNET.
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Orphanet Augmented 2021 database
5444 genes linked with 8839 LTR loci

Scatter plot visualization for Orphanet_Augmented_2021.
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Orphanet Augmented 2021 database
34 genes linked with 88 LTR loci

Scatter plot visualization for Orphanet_Augmented_2021.
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